ABSTRACT Enterococcus durans Oregon-R-modENCODE strain BDGP3 was isolated from the Drosophila melanogaster gut for functional host-microbe interaction studies. The complete genome is composed of a single circular genome of 2,983,334 bp, with a GϩC content of 38%, and a single plasmid of 5,594 bp.
genes, 104 are contained within candidate prophages. Our strain contains a single integrated likely prophage and two partial copies (Phage_Finder; Omic Tools). The single copy contains 36,659 bp, and the 2 partial copies contain 13,567 and 16,827 bp. They constitute 2.24% of the genome. Two cornerstone highly conserved prophage proteins are the large terminase subunit and the portal protein (reviewed in reference 11). Only the 36-kb copy contains genes that encode these proteins. In addition, the genome contains a single plasmid, pEdBDGP3A (5,594 bp, 33% GϩC content). pEdBDGP3A contains a candidate gene for the plasmid replication initiation protein RepB. Accession number(s). The complete chromosome and plasmid sequences of Enterococcus durans Oregon-R-modENCODE strain BDGP3 are deposited in GenBank under the accession numbers CP022930 (chromosome) and CP022931 (plasmid).
